Objective: The taxonomy of Lecidea is extremely complex because of the enormous morphological variation within and between species. The aim of this study was to analyse the rDNA (ITS) regions of Lecidea species and related genus called Lecidella and Porpidia which are widely spreaded in Anatolia, Turkey.
The lichen genus forming Lecidea Ach. (7) (8) (9) (10) (11) (12) . They are the most studied of the recent segregates of Lecidea (2, (8) (9) (10) (11) but in spite of this, although it is usually easy to identify a lichen as a Porpidia, it is often very difficult, or impossible, to assign it to a particular species. Species concepts are still unclear within the genus with many of the characters used in separating taxa (e.g. chemistry, width of excipular hyphae) being revealed only after detailed microscopic/biochemical investigation.
According to Buschbom and Mueller (3) , it is probable that many of these problems are unresolvable by traditional taxonomic methods and that molecular techniques will be required to elucidate critical species boundaries.
The other related genus with Lecidea; the genus Lecidella was established by Körber (13) .
Zahlbruckner (14) placed it in Lecidea sect. Eu Lecidea. Hertel (4) , restricted Lecidella to the Lecidella elaeochroma group which had been precisely characterized by Fries (15) and classified it as a subgenus of Lecidea. Hertel and Leuckert (16) revealed the special status of the taxon Lecidella (27) . The evolutionary origin of the ITS is considered to be an intron-like structure flanked by highly conserved region from which universal primers can be obtained (28, 29) . The small size of the ITS region makes this region easy to amplify, even from herbarium material that is dry. The other advantage in sequencing the ITS region is that it is non-coding and so includes a relatively high level of variability (27) . Since its first application by Porter and Collins (30) in it has become widely used for phylogeny reconstruction. 
MATERIAL AND METHODS

Lichen materials
A total of 17 samples were used in the present study including Lecidea (4), Lecidella (3), Porpidia (3) and Lecidoma (1) species. Lichen samples were collected from different parts of Anatolia, Turkey and Table 1 Herbarium. 
Accession number Name of sample Location
HQ605926
Lecidea fuscoatra
Data Analysis
Chromatograms were manually checked using nim.nih.gov) as shown in Table 2 . Alignment of the sequences was performed visually, as gaps were few and easily interpreted. Insersion/deletion gaps were treated as missing data.
All data were analysed by Molecular Evolutionary
Genetics Analysis (MEGA) 4 and a bootstraped dendogram was generated (34) . To test for potential conflict, parsimony bootstrap analyses were performed on each individual dataset, and 75% bootstrap consensus trees were examined for conflict. Maximum Composite Likelihood analyses were performed using the program MEGA 4 (34).
Bootstrapping was performed based on 1000 replicates with random sequence additions. Homoplasy levels were assessed by calculating consistency index (CI), retention index (RI), and rescaled consistency (RC)
index from each parsimony search.
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Species GenBank No Origin
Lecanora rupicola AY541259 Austria
Lecanora rupicola AY541265 Austria
Lecanora bicincta AY541242 Austria
Lecanora bicincta AY541243 Austria
Lecanora albella AY541241 Austria
Lecanora farinacea AY541261 Austria
Lecanora farinacea AY541262 Austria
Lecanora carpinea AY541246 Austria
Lecanora carpinea AY541247 Austria
Lecidella elaeochroma AY541275 Austria
Lecidella elaeochroma EU266082 Korea
Lecidella stigmatea JN873901 Austria
Lecidella stigmatea JN873902 Austria
Lecidella patavina JN873893 Austria
Lecidella patavina JN873894 Austria
Lecidella carpathica DQ534471 Korea
Lecidella carpathica AY541274 Austria
Lecidea atrobrunnea HQ650657 Germany
Lecidea atrobrunnea GU074455 Austria
Lecidea atrobrunnea GU074457 Austria
Lecidea fuscoatra EU263922 Austria
Lecidea fuscoatra HQ650662 Germany
Lecidea plana EU259903 Austria
Lecidea plana EU259904 Austria
Porpidia macrocarpa EU263923 Austria
Porpidia speirea HQ650631 USA Ganoderma applanatum GU256764 USA 
RESULTS
The lichen genus
DISCUSSION
The diversity of lichens, especially crustose species, is still poorly known (35) . To overcome difficulties with the morphology based species delimitations in these groups, we evaluated molecular data (nuclear ITS and rDNA sequences)
to test species boundaries within the genus Lecidea 
